The title compound was prepared from sodium 2(R),3(R)-epoxybutyrate (mixed salt with NaBr) [1] and 1-(diphenylmethyl)-amino-3,3-dimethyl-2-butanone [2] in a one-pot process. Epoxybutyrate was first activated with oxalylchloride in THF at 5°C, then pyridine and the amino-ketone were added and reacted for 2 h at 20°C. After work-up and column chromatography on silicagel, the epoxybutyramide was recovered in 73 % yield (R F = 0.33; 
Experimental details
The H2, H3 and H13 atoms were located from Fourier difference maps and refined freely. The other H atoms were calculated and refined with a common isotropic temperature factor of 0.041 Å 2 .
Discussion
Twenty years ago, Hanessian et al. [3] 
described the cyclization of N-anisyl-N-(phenylcarbonylmethyl)-2(R),3(R)-epoxybutyramide into N-anisyl-3(S)-(1¢(R)-hydroxyethyl)-4(S)-benzoyl-2-
azetidinone under basic conditions (K 2CO3, DMF, 60°C, 3 h): azetidinone was the only formed product corresponding to a 4-Exo-Tet ring closure. Recently, we revisited this reaction by changing the substituents in order to make the N-deprotection step more environmentally friendly [4] . Preparing a series of Nbenzhydryl epoxybutyramide precursors we found that, under the Hanessians conditions, the 6-Exo-Tet and 7-Endo-Tet cyclization products were favored regarding the 4-Exo-Tet [2] . Thus, the effect of a N-bulky substituent on the conformation of the amide bond was questioned. The 1 H and 13 C NMR spectra of epoxybutyramides showed interesting features: the N-anisyl derivatives gave one set of signals, even at low temperature (free rotation around the NCO amide bond), while the N-benzhydryl derivatives gave a splitting of all the signals, characteristic of the presence of two conformers in solution at room temperature. 2D NOESY (Nuclear Overhauser and Exchange Spectroscopy) experiments revealed that the rotamer required for cyclization into azetidinone was the minor isomer. Interestingly, this conformer has been rooted in the solid state structure of the title compound. The two independent molecules in the unit cell are very similar even when their conformation is compared. Selected bond distances are as follows: 
